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A brief summary on the visit

On November 12, Prof. Mohamed L. Salem, currently a visiting Prof. at
Department of Microbiology and Immunology, College of Medicine,
Medical University of South Carolina, USA visited the Mass Spec
Proteomic core facility at Children’s Research Institute, Medical Univ. of
South Carolina, USA. Dr. Lauren E. Ball, the facility Director welcomed
him and presented a brief presentation on the facility and her work on
bone.

Prof. Salem also gave a brief presentation on Tanta University and
Center of Excellence in Cancer Research and the proteomic array
available at the center and expressed collaborative activities. Then Prof.
Salem had a tour at the 10-million S facility with the guidance of Dr.
Lauren and Dr. Hesham EIShewy, Assistant Prof. of Pharmacology and a
collaborator.

Dr. Lauren expressed her willingness to assess any efforts at Tanta to
establish a similar facility as well as to run samples at a discounted
rate for who is interested in phosphoproteomic mass spec analysis.



Mass Spectrometry s
Core Facility/MUSC =

-

* Protein analysis: in-gel or in-solution protease digestion,
chromatographic separation and tandem mass spectrometric
analysis of the resulting peptides, and interpretation of MS/MS
data using Sequest , Mascot, Protein Pilot, MaxQuant, and other
search algorithms.

* Develop customized applications for: the isolation, detection
and characterization of posttranslationally modified peptides
(e.g. phosphorylation, glycosylation, oxidation, glutathionylation,
and O-GlcNAc modification).

* Orbitrap Elite Mass Spectrometer couple quantitative
approaches (SILAC, iTRAQ®, ICAT®, TMT") to modification-specific
experiments (eg.,phosphoproteomics, redox proteomics).
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Imaging Mass Spectrometry of N-Glycans O——
in Frozen and FFPE Tissues |

ones, Chadrick Denlinger

Abstract

Methods and Workflow for MALDI-IMS of N-Glycans

Between Tissue
N-Glycan Imaging of FFPE Embedded Mouse

. e Summary and Future Research
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Defining the Molecular Tumor Margin Regionss of Clear Cell Ren
MUSC Tissues by MALDI-MS Imaging of Lipid and Glycan
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If someone interested to get more
information or reach Dr. Lauren E.
Ball, please contact me at:
cecr@unv.tanta.edu.eg

Thank you
Prof. Mohamed L. Salem




